ON THE COVER
The cover illustrates some of the variability in seed coat colors and patterns found in soybean (Glycine max). Because they are easy to differentiate from the yellow (nonpigmented) parent lines, a number of spontaneous mutant seed in which the seed coats are partially black and yellow (known as the saddle phenotype) have been found and maintained in the USDA soybean germplasm collections for over 70 years. Using these resources, investigated the molecular basis of an unusual epistatic interaction between dominant alleles of the I (inhibitor) locus that generates small RNAs to chalcone synthase and the unknown k1 mutation that interacts with it to result in a saddle phenotype. Using RNA, whole-genome, and amplicon sequencing, they determined that the K1 locus encodes AGO5, a specific member of the Argonaute family of proteins that are involved in the small RNA pathway. Da Silva, C., Zamperin, G., Ferrarini, A., Minio, A., Dal Molin, A., Venturini, L., Buson, G., Tononi, P., Avanzato, C., Zago, E., Boido, E., Dellacassa, E., Gaggero, C., Pezzotti, M., Carrau, F., and Delledonne, M. 
